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Abstract
1.	 Seeds, growth rates and duration of growth influence plant development. 

However, we lack a mechanistic understanding of how they lead to larger 
and higher-yielding plants, as these traits have not yet been explicitly stud-
ied in combination and across ontogeny. Seed size and growth dynamics have 
evolved differently during domestication and improvement. Nevertheless, it 
remains unclear whether the relationships between these traits and their 
contribution to plant size and yield have also changed over the course of 
crop evolution.

2.	 Here we grew wild, landrace and improved accessions of 18 annual herbaceous 
crops in a glasshouse. For each plant, we measured seed mass, growth rate and 
duration of vegetative growth. We also measured plant size at three ontoge-
netic stages: seedling, juvenile and mature, and reproductive output. Using path 
analyses, we tested causal relationships between the traits and quantified their 
relative importance in determining mature plant size and yield.

3.	 Seed mass and duration of vegetative growth were more important than growth 
rates in explaining variations in mature plant size and yield among species. 
Domesticated plants were larger, had heavier seeds and higher yields, but did 
not grow faster or for longer time-spans than their wild progenitors. Trait rela-
tionships did not differ between the wild, landrace and improved accessions.

4.	 Our results suggest that annual herbs reach larger sizes primarily through a 
combination of heavier seeds and longer vegetative growth periods. Moreover, 
domestication has increased plant size only through the heavy-seed causal path-
way, via cascading effects during ontogeny. However, the high yields of modern 
crops hardly be explained by the traits considered here, suggesting the impor-
tance of other drivers, such as roots and their microbiome.

5.	 Synthesis. We provide a better mechanistic understanding of the size axis of 
global plant trait variation and emphasise the role of growth duration in explain-
ing the diversity of mature plant sizes. Seeds and growth dynamics are highly 
functionally coordinated with plant size, and this coordination has changed 
little during crop evolution. Our results highlight that multi-trait relationships 
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1  |  INTRODUC TION

Body size is relevant to multiple dimensions of life. The size of an 
organism influences its ecological interactions and its impact on eco-
system processes, and most life-history traits correlate with body 
size (Peters, 1983; Woodward et al., 2005). In plants, large individ-
uals compete better for available resources, are less stress tolerant 
and have higher resilience to disturbance (Falster & Westoby, 2003; 
Kunstler et al.,  2016; Niklas et al.,  2003), contributing to differ-
ences in ecological strategies (Grime, 2001; Westoby, 1998). Plant 
size is also critical for vital rates, as it determines seedling survival, 
flowering and maturation times, and reproductive output (Moles & 
Leishman,  2008; Westerband & Horvitz,  2015). Furthermore, size 
varies by orders of magnitude within and among plant species, and 
extensive research has attempted to explain this variation (e.g. Koch 
et al., 2004; Niklas, 2007; Vasseur et al., 2012). For example, climate, 
soil fertility, biogeography, ecological regimes, growth form and 
phylogeny determine plant size (Goldberg et al.,  2017; McCarthy 
et al., 2007; Moles et al., 2009). However, while much progress has 
been made in describing the role of evolutionary and ecological driv-
ers of plant size, less is known about the proximal mechanisms that 
operate during ontogeny and drive variation in mature plant size. 
Plants differ widely in their ability to acquire and allocate biomass 
from seedling to juvenile to mature stages (Dayrell et al., 2018; Henn 
& Damschen, 2021; Poorter et al., 2012). This is partly because the 
roles of different morphological, physiological and phenological (M-
P-P) traits change during plant development. Although ontogeny is 
one of the most important sources of size variation, we still do not 
fully understand how the interaction between different traits during 
plant development drives variation in mature plant size.

During ontogeny, at least three types of M-P-P traits can explain 
variation in mature plant size: seed size, growth rate and duration of 
vegetative growth (Violle et al., 2007). Seed mass influences the size 
of other plant organs via cascading effects during ontogeny (Roach 
& Wulff, 1987). For example, heavier seeds often germinate earlier in 
the season and grow into larger seedlings with larger organs (Moles 
& Westoby, 2004). More biomass in leaves and roots at the seedling 
stage confers an early advantage in hoarding available resources, 
regardless of the rates of resource acquisition per unit biomass 
or per unit time (Kidson & Westoby, 2000). This initial size advan-
tage potentially leads to larger leaves, stouter stems and longer, 
heavier roots, and thus to larger mature plants overall (Niklas, 2004). 
Indeed, previous studies have found positive relationships between 
seed mass and seedling size at both intra- and interspecific levels 

(Fenner, 1983; Jakobsson & Eriksson, 2000; Lush & Wien, 1980), as 
well as a positive scaling between organ sizes and whole plant size 
(Price et al., 2007, 2014; West et al., 1999). Also, in global analyses of 
functional traits, plant size and seed mass co-vary on the same axis 
of plant trait variation (Díaz et al., 2004, 2016; Pierce et al., 2014). 
Therefore, heavy seeds that yield larger seedlings might amplify 
their effect during ontogeny and grow into larger mature plants.

In addition to initial size, growth rates also contribute to variation 
in mature plant size. High rates of biomass gain produce increasingly 
larger plants. Growth rates are usually measured as relative growth 
rate (RGR, the increase in biomass per unit of pre-existing biomass 
and per unit time; Blackman, 1919). RGR can be decomposed into 
three underlying components reflecting photosynthetic efficiency 
(NAR, net assimilation rate), biomass allocation patterns (LMR, leaf 
mass ratio), and biomass costs of leaf area (SLA, specific leaf area) 
(Poorter, 1990). Thus, plants can achieve high RGRs by enhancing 
photosynthetic rates and/or investing more in photosynthetically 
active tissues (Poorter & Remkes, 1990). The interplay between the 
underlying components of RGR can also drive differences in mature 
plant size (Sun & Frelich, 2011). Finally, body size also depends on 
the time devoted to vegetative growth. By increasing the extent 
of growth, species with even smaller seeds and slow growth rates 
can produce larger mature plants. For example, herbs of the genus 
Petasites have the largest leaves in the British flora and a relatively 
long growth period compared to other herbs, yet their seeds are very 
small and their growth slow (Grime et al., 1988; Hodgson et al., 2017; 
TRY database, Kattge et al.,  2020, request no. 8910, accessed 13 
March 2020). Indeed, theoretical models to fit and explain plant size 
distributions often assume that delayed reproduction is associated 
with larger plant size (Cohen,  1976; Kozłowski,  1992). Moreover, 
previous case studies report that annual herbs that flower later tend 
to be larger (Bolmgren & Cowan, 2008; Sun & Frelich, 2011). Thus, 
the duration of vegetative growth also contributes to the variation 
in mature plant size.

To understand the relative roles of initial size, growth rate and 
duration of vegetative growth in shaping mature plant size, we need 
to consider plant ontogeny and multiple trait correlations. Plant on-
togeny comprises different developmental stages such as seedling, 
juvenile and mature stages (Gatsuk et al., 1980). However, the size of 
a mature plant has often been explained without considering onto-
genetic cascades, that is, variations in the size and shape of different 
organs or of the whole plant due to shifts in trait–size relationships 
during plant development (McNamara, 2012). This approach is only 
appropriate if the trait–size relationships are linear or do not change 

throughout plant ontogeny play a key role in governing how domestication has 
influenced plant size and crop yields.

K E Y W O R D S
crop wild progenitor, domestication and improvement, harvest index, path analysis, relative 
growth rate, seed size, total plant biomass, trade-offs
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throughout plant ontogeny, but this is usually not the case. For exam-
ple, seed mass has a stronger influence on seedling size than on ma-
ture plant size (Stanton, 1984). The relationship between RGR and size 
also shifts as plants develop (Larocque & Marshall, 1993). In addition, 
numerous studies have examined the trade-offs between seed mass 
and growth (e.g. Gleeson & Tilman, 1994; Maranon & Grubb, 1993; 
Poorter & Rose,  2005; Shipley & Peters,  1990; Swanborough & 
Westoby, 1996), but few have considered ontogeny when assessing 
these relationships (Cornelissen, 1999; Niinemets, 2006). Because 
correlations observed at the seedling stage may differ from those 
observed at maturity (Laughlin et al., 2017; Mason et al., 2013), un-
derstanding the causes of variation in mature plant size requires an 
ontogenetic and multivariate approach.

Comparisons between crops and their wild progenitors show 
that evolution under cultivation has generally increased plant 
size (Milla et al., 2014; Milla & Matesanz, 2017). In addition, other 
changes have occurred during the evolution of crop species, such as 
seed enlargement, shifts in growth rates, shortening or lengthening 
of life cycles and, ultimately, increases in yield (Gómez-Fernández 
et al., 2022; Harlan et al., 1973; Meyer & Purugganan, 2013). So far, 
however, such changes have not been linked directly or indirectly 
to the increases in plant size. Moreover, domestication and further 
improvement have differentially affected these traits, as there have 
been different selection pressures, human behaviours and rates 
of evolutionary change during these two stages of crop evolution 
(Abbo et al.,  2014; Meyer & Purugganan,  2013). Selection for de-
sirable characteristics over undesirable or neutral ones may have 
disrupted the pattern of trait–trait relationships (Milla et al., 2014). 
For example, wild progenitors show more and stronger correlations 

between root and leaf traits than their domesticated counterparts 
(Roucou et al., 2017). However, the differential effects of domestica-
tion and improvement on the drivers of plant size and crop yields, as 
well as on trait–trait relationships, are still poorly understood.

Here, we aimed to disentangle the roles of seed size, growth rate 
and duration of vegetative growth as drivers of mature plant size and 
yield in annual herbaceous crops. Instead of examining each trait in-
dividually, we asked how these drivers interact to determine mature 
plant size and yield through direct and indirect effects throughout 
ontogeny (Figure  1). We chose 18 phylogenetically diverse crops, 
including wild, landrace and improved accessions of each crop, be-
cause this study system provides huge variation in the ontogenetic 
drivers of size, and in plant size itself. Additionally, this study sys-
tem allowed us to investigate the evolution of size and its drivers 
after plant domestication and improvement, and how that evolution 
impacted on crop yields. Plants were grown under common envi-
ronmental conditions and assessed for size at three developmen-
tal stages: seedling, juvenile and mature. We expected that seed, 
growth dynamics and ontogenetic changes in plant size all interact 
to determine mature plant size and yield, and that domestication and 
improvement have exerted differential effects on plant traits and 
their interactions. In particular, we asked (1) what is the relative im-
portance of seed mass, RGR and duration of vegetative growth to 
account for variation in mature plant size? And through which of the 
three RGR components do the effects of RGR mainly arise?; (2) have 
domestication and improvement differentially impacted mature 
plant size through changes in M-P-P traits and their interactions?; 
and (3) to what extent do crop yields depend on mature plant size 
and its drivers?

F I G U R E  1  A priori conceptual model for exploring the morphological, physiological and phenological traits that explain variations in 
plant size and yield. Seed mass, growth rate and duration of growth are interrelated and together determine plant size during ontogeny 
(Path model A). Evolution under cultivation, which comprises initial domestication and further improvement, affect mature plant size (Path 
model B) and yield (Path model C) directly or through changes in the plant traits. Ontogeny is the development of plants at different stages 
(seedling, juvenile and mature). Growth rate is the size-standardised relative growth rate (sRGR) and its underlying components (i.e. size-
standardised net assimilation rate (sNAR), size-standardised leaf mass ratio (sLMR) and size-standardised specific leaf area (sSLA)). Solid lines 
indicate hypothesised positive causal relationships; dashed lines indicate hypothesised negative causal relationships; arrows represent the 
direction of causality.
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2  |  MATERIAL S AND METHODS

We grew wild, landrace and improved accessions of 18 annual herba-
ceous crops under common conditions. Seed mass, RGR and its under-
lying components, and duration of vegetative growth were measured 
for a total of 378 individual plants. We also estimated the total bio-
mass of each plant at three ontogenetic stages (seedling, juvenile and 
mature) and harvested its reproductive output at the fruiting stage. 
Using path analyses, we assessed the relative contribution of seed 
size, growth rate and duration of vegetative growth to plant size vari-
ation. In addition, we compared the results at different evolutionary 
stages by independently analysing initial domestication (wild progeni-
tors vs. landraces) and further improvement (landraces vs. improved 
cultivars). Finally, for grain and fruit crops, we investigated how varia-
tion in mature plant size and its drivers impacted on crop yields.

2.1  |  Study system

We selected 18 taxonomically diverse herbaceous crops for our experi-
ment (Table 1). For each crop, we obtained seed lots from three wild 
accessions, two landrace accessions and two improved accessions, for 
a total of 126 accessions (see Table S1 for accession identifiers and seed 
donors, and Milla (2020) for literature sources on wild progenitor as-
signment). The wild accessions (W) are the existing wild taxa that most 
closely represent the ancestor of the crop, while the landrace (L) and 
improved (I) accessions are domesticated genotypes that have been 
subjected to traditional agricultural practises and intensive modern 
breeding, respectively. Our crops belong to four functional groups: C3 
cereals (13%), C4 cereals (13%), legumes (26%) and forbs (i.e. herbaceous 
flowering plants that are neither graminoids nor legumes; 48%), and 
various families: Poaceae (22%), Amaranthaceae (5.5%), Asteraceae 
(5.5%), Boraginaceae (5.5%), Brassicaceae (5.5%), Linaceae (5.5%), 
Malvaceae (5.5%), Pedaliaceae (5.5%), Solanaceae (11%) and Fabaceae 
(28%). Moreover, most of them are annuals and are cultivated mainly 
for their seeds (56%), but also for their leaves (22%) and fruits (22%).

Wild and domesticated plants were grown from May to August 
2019 in the CULTIVE lab glasshouse at Universidad Rey Juan Carlos, 
Móstoles, Spain. The seeds of each accession were sown on peat-
filled flats and germinated within 15 days after sowing. When the 
radicle emerged from the testa, seedlings were transplanted into 
3.6 L square pots (15 × 15 × 20 cm). The pots were filled with sand 
and supplemented with slow-release fertiliser (5  g L−1 Basacote 
Plus 6M, Compo). The experimental conditions in the glasshouse 
were: mean temperature ± SD = 24 ± 5°C, mean relative humidity ± 
SD = 57 ± 16%, and mean photosynthetically active radiation during 
light hours ± SD = 892 ± 204 μmol m−2 s−1.

2.2  |  Experimental procedures

Growth can be followed destructively and non-destructively 
(Pérez-Harguindeguy et al.,  2013). The first method consists of 

harvesting plants of the same category at regular intervals. Albeit 
widely used, it precludes investigation at the individual plant level. 
The second method is to repeatedly measure different proxies for 
plant size on the same individual. It provides accurate informa-
tion at the individual level, but no data on biomass growth. We 
used a mixture of both methods as follows. In the experiment, 
plants were divided into two groups: focal plants and calibration 
plants. Several proxies for plant size (see below) were measured 
non-destructively on the focal plants at regular intervals during 
the period of vegetative growth. We measured the same traits 
on the calibration plants, but these plants were harvested at reg-
ular intervals to obtain leaf and whole plant dry mass, and total 
leaf area. Data from the calibration plants were used to generate 
prediction equations for total mass, leaf mass and leaf area, out 
of non-destructive traits. The masses and leaf areas of the focal 
plants were then estimated at each monitoring date using these 
equations. Further details on these procedures are described in 
the first subsection of Data analyses.

Seeds of focal plants were weighed individually in a Mettler Toledo 
MX5 microbalance (1  μg precision; Mettler Toledo). Approximately 
2 weeks after sowing, three seedlings per accession from seeds of dif-
ferent weights (light, medium and heavy) were selected for the exper-
iment (n = 126 accessions × 3 replicates = 378 focal plants). Each focal 
plant was monitored individually every 3 to 8 days (8 times in total), 
more frequently during early growth. At each monitoring date, plant 
height, canopy diameter, number of tillers, number of leaves, length 
of longest leaf and diameter of basal stem were measured. Previous 
studies have shown correlations between these non-destructive traits 
and plant biomass (e.g. Tracey et al., 2016). In addition, the following 
phenological stages were recorded: germination stage (cotyledon[s] 
visible), early vegetative stage (first true leaves visible), late vegetative 
stage (several leaves and tillers), flowering stage (first flower buds visi-
ble), and fruiting stage (several open flowers/first fruit set).

Eight to nine destructive harvests per crop and domestication 
status (either wild or domesticate) were made on the calibration 
plants throughout the entire vegetative growth period, covering 
all accessions (n = 284 calibration plants). After measuring the non-
destructive traits, one calibration plant per crop and domestication 
status (wild or domesticate) was harvested. Harvested plants were 
washed and separated into stem, leaf, root, leaf litter, and repro-
ductive (bud, flower and fruit) fractions. The stem fraction included 
petioles and rachises. We scanned all leaf laminae in grayscale at a 
resolution of 400 dpi using an Epson Expression 10000 XL scanner 
(Seiko Epson Corporation) and calculated the total leaf area per plant 
using Photoshop CS6 (Adobe Systems, Inc.). Each plant fraction was 
oven-dried at 60°C for 3 days and weighed. Total mass (g) per plant 
was calculated by adding all mass fractions at each harvest date.

2.3  |  Data analyses

Due to its anomalous growth, one focal plant was excluded prior to data 
analysis. All analyses were performed in r v.4.2.0. (R Core Team, 2021).

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense



2688  |   Journal of Ecology GÓMEZ-­FERNÁNDEZ and MILLA

2.3.1  |  Calibration and estimation of biomasses

Using the calibration plant data, we fitted linear mixed-effects mod-
els (LMMs) to obtain prediction equations for total mass, leaf mass 
and leaf area. Trait, mass and area variables were ln-transformed. 
For each response variable (total mass, leaf mass or leaf area), several 
models were run with different combinations of non-destructive 
traits and time interval between sowing and harvesting dates as 
fixed effects. A combined variable between crop species and do-
mestication status (either wild or domesticate) was included as ran-
dom slope and intercept effects (see Gómez-Fernández et al. (2022) 
for more details on model specification). Model selection was based 
on the minimum Akaike Information Criterion (AIC). The final mod-
els, which explained on average 99% of the variance in response 
variables, were:

All models were run using the lmer function of the lme4 r package 
(Bates et al., 2015) with maximum likelihood (ML) estimation.

The prediction equations were used to estimate the total mass, 
leaf mass and leaf area of the focal plants at each monitoring date. 
Duration of vegetative growth was expressed as the number of days 
from sowing to the appearance of the first open flowers. For each 
focal plant, the minimum and maximum biomass estimated during 
the vegetative growth period were recorded as seedling size (or ini-
tial size) and mature size (or final size), respectively. Therefore, ma-
ture size, also referred to as final size in this study, refers to the size 
of a plant when it reaches sexual maturity. Juvenile size (or interme-
diate size) was the biomass reached on the monitoring date closest 
to the midpoint of the vegetative growth period. Overall, biomass 
in the focal plant data ranged from 0.001 to 0.49 g at the seedling 
stage, 0.02 to 4.07 g at the juvenile stage, and 0.13 to 66.8 g at the 
mature stage.

2.3.2  |  Calculation of RGR and its components

RGR can be calculated using both the conventional and the standard-
ised approach (Pommerening & Muszta, 2016). In the conventional 
approach, RGR (calculated as the log of the ratio of final to initial 
size divided by the time interval) is not observationally independ-
ent of our response variable (i.e. plant size). Moreover, conventional 
RGR suffers from another problem – it decreases with increasing 
size (Poorter & Remkes,  1990). Because of this size dependence, 
comparisons between species with different initial sizes have often 
been criticised (Turnbull et al., 2008). To avoid these problems, we 
calculated size-standardised RGR (sRGR) by fitting a growth curve 
for each focal plant and extracting RGR at a common reference size.

Specifically, for each focal plant, we fitted a four-parameter lo-
gistic model to the increase in total plant dry mass over time using 
the nlme function of the nlme r package (Pinheiro et al., 2021). The 
four parameters: A (minimum mass), B (maximum mass), t (the time 
at which a plant is midway between A and B) and k (a growth pa-
rameter), were allowed to vary among individuals. According to Rees 
et al. (2010), sRGR can be calculated using this model as follows:

where Mc is the common size at which sRGR is calculated. We chose the 
median of the mass distribution across all focal plants and all monitor-
ings as the common size, since all species occurred at this size (0.383 g).

(1)
Total mass ∼ height + canopy + leaf no.

+ leaf length + basal diameter + time

(2)
Leaf mass∼height + canopy + leaf no.

+ leaf length + basal diameter + time

(3)Leaf area ∼ canopy + tiller no. + leaf no.

+ leaf length + basal diameter + time

(4)sRGR =

(1∕k)
(

A − lnMC

)(

B − lnMC

)

(A − B)
,

TA B L E  1  Common and botanical names of the wild and 
domesticated taxa of each of the 18 crops included in the 
experiment, as well as their functional group affiliations. 
Domesticated plants refer to accessions belonging to both 
landraces and improved cultivars

Common 
name Wild progenitor Domesticated plant

Functional 
group

Barley Hordeum spontaneum 
K.Koch

Hordeum vulgare L. C3 cereal

Oat Avena sterilis L. Avena sativa L. C3 cereal

Pearl 
millet

Pennisetum glaucum 
(L.) R.Br.

Pennisetum glaucum 
(L.) R.Br.

C4 cereal

Sorghum Sorghum arundinaceum 
(Desv.) Stapf

Sorghum bicolor (L.) 
Moench

C4 cereal

Amaranth Amaranthus hybridus L. Amaranthus 
cruentus L.

Forb

Lettuce Lactuca serriola L. Lactuca sativa L. Forb

Borage Borago officinalis L. Borago officinalis L. Forb

Cabbage Brassica oleracea L. Brassica oleracea L. Forb

Flax Linum usitatissimum L. Linum  
usitatissimum L.

Forb

Okra Abelmoschus 
tuberculatus Pal & 
Singh

Abelmoschus 
esculentus (L.) 
Moench

Forb

Sesame Sesamum indicum L. Sesamum indicum L. Forb

Chilli 
pepper

Capsicum baccatum L. Capsicum  
baccatum L.

Forb

Tomato Solanum 
pimpinellifolium L.

Solanum 
lycopersicum L.

Forb

Faba bean Vicia narbonensis L. Vicia faba L. Legume

Lentil Lens culinaris ssp. 
orientalis (Boiss.) 
Ponert

Lens culinaris 
Medik.

Legume

Peanut Arachis monticola 
Krapov. & Rigoni

Arachis hypogaea L. Legume

Vetch Lathyrus cicera L. Lathyrus sativus L. Legume

White 
clover

Trifolium repens L. Trifolium repens L. Legume
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To calculate size-standardised RGR components, we also mod-
elled individual growth curves for leaf dry mass and leaf area over 
time, using the four-parameter logistic model (Rees et al.,  2010). 
We then estimated leaf area and leaf mass at the time each focal 
plant reached the common size. We used the estimates of leaf 
area, leaf mass and total mass at the common size to calculate size-
standardised LMR (sLMR, the ratio of leaf mass to total plant mass at 
the common size) and size-standardised SLA (sSLA, the ratio of leaf 
area to leaf mass at the common size). sRGR can be factored into its 
three components as follows (Hunt, 1982):

Thus, size-standardised NAR (sNAR) was estimated as the ratio be-
tween sRGR and the product of sLMR and sSLA.

2.3.3  |  Yield and harvest index

During fruiting, the fruits or infructescences of focal plants were 
individually enclosed in organza bags (a transparent, permeable 
synthetic fabric) to prevent seed dispersal. We collected their re-
productive output in summer 2019 (July–August). The harvested 
biomass was oven-dried at 60°C for 3 days and weighed. The dry 
weight of the reproductive output was considered as a proxy for 
yield. Harvest index was then calculated as the ratio between the 
yield and the sum of the estimated mature plant size and yield. Since 
not all plants reached the fruiting stage, yield and harvest index were 
determined only for those plants that contained fruits and mature 
seeds. We also excluded crops selected for their leaves (borage, cab-
bage, lettuce and white clover), as their reproductive output is not an 
indicator of their agronomic yield.

Overall, four separate datasets were compiled. First, the full 
dataset collected data on seed mass, sRGR and its components, 
duration of vegetative growth, and initial, intermediate and final 
sizes for each focal plant (n = 377). From this dataset, two separate 
datasets were derived: one including wild and landrace accessions 
(domestication dataset; n = 269) and another including landrace and 
improved accessions (improvement dataset; n = 215). Finally, we also 
had data on yield and harvest index for a number of focal plants that 
formed the yield dataset. This dataset included 201 focal plants be-
longing to 14 crop species, with each crop species comprising wild 
and domesticated accessions.

2.3.4  |  Statistical analyses testing the effects of 
evolution under cultivation on plant traits

To evaluate the effects of evolution under cultivation on seed mass, 
sRGR and its components, duration of vegetative growth, plant sizes 
(i.e. initial, intermediate and final sizes), yield and harvest index, we 
ran LMMs using the lme function in the nlme r package (Pinheiro 
et al.,  2021). Models included domestication status (categorical 

variable: wild progenitor, landrace, improved cultivar) and func-
tional group (categorical variable: C3 cereal, C4 cereal, forb, legume) 
as fixed effect factors, and accession identity nested within crop 
species as a random factor over the intercept. Models for yield and 
harvest index were based on the yield dataset, while the full dataset 
was used for the other response variables. All mass variables were 
ln-transformed to improve normality. In the presence of heterosce-
dasticity (evaluated with Levene's test), the variance structure of the 
data was modelled using the ‘varIdent’ weights specification within 
the lme function. The significance of the fixed factors was estimated 
using the anova.lme function with sequential (type I) sums of squares 
in the nlme r package (Pinheiro et al., 2021). The amount of variance 
explained by the models was measured by calculating the marginal 
and conditional pseudo-R2 with the r.squaredGLMM function in the 
MuMIn r package (Barton,  2020). Multiple comparison tests be-
tween domestication statuses were performed using the glht func-
tion in the multcomp r package and false discovery rate correction 
(Hothorn et al., 2008).

2.3.5  |  Path analyses

To investigate the causal relationships between plant traits and the 
effects of evolution under cultivation on these relationships, we 
used path analysis based on previous knowledge (i.e. confirmatory 
path analysis sensu Shipley, 2000). Path analysis combines the re-
sults of multiple individual models jointly and allows for testing di-
rect and indirect causal relationships between several predictor and 
response variables (Grace, 2006). We chose a piecewise approach 
to path analysis because it allows for the inclusion of random ef-
fects in the individual models (Lefcheck, 2016). All individual models 
that composed a path model were run using LMMs and included ac-
cession nested within crop species as random effects. We proposed 
three a priori path models to answer the three study questions 
(Figure 1; Table 2). The first model, Path model A, which aimed to ex-
amine the relative importance of seed size, growth rate and duration 
of vegetative growth in determining mature plant size, considered 
the following expectations:

•	 Seedlings from heavy seed tend to be larger than those from light 
seed, so they are more likely to establish and compete better for 
resources (Kidson & Westoby, 2000; Lush & Wien, 1980). Seed re-
serves generally continue to influence plant size up to the juvenile 
stage, although to a lesser extent (Cornelissen, 1999). Therefore, 
we hypothesised that seed mass directly increases plant size, but 
its effects mainly occur in the early stages of plant development 
and gradually decrease during ontogeny.

•	 High growth rates imply that both resource acquisition and rein-
vestment of resources into plant tissues are rapid, allowing plants 
to reach high biomass in short periods of time (Poorter, 1990). We 
therefore expected sRGR to also explain variation in plant size.

•	 The organs of seedlings are generally smaller than those of ma-
ture plants and these size differences increase with the duration 

(5)sRGR = sNAR × sLMR × sSLA.
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of vegetative growth (Dosio et al., 2003). Therefore, we assumed 
that plant size also depends on the time devoted for growth.

•	 A trade-off between seed mass and RGR is well established 
in the literature, so we specified a negative relationship be-
tween them (Gleeson & Tilman, 1994; Maranon & Grubb, 1993; 
Poorter & Rose,  2005; Shipley & Peters,  1990; Swanborough 
& Westoby,  1996; but see Paul-Victor et al.,  2010; Simpson et 
al., 2021; Turnbull et al., 2012).

•	 Positive scaling relationships between organs and plant sizes 
are frequently reported (Falster et al.,  2008; Niklas,  2004). 
We therefore expected seedling size to influence juvenile size 

and ultimately mature plant size via cascading effects during 
ontogeny.

This path model was fitted to the full dataset. Since the drivers 
and effects of sRGR may be different for each of its components (i.e. 
sNAR, sLMR and sSLA), we also fitted this path model by replacing 
sRGR with its components and specifying bivariate correlations be-
tween them (Figure 1; Table 2). Prior to analysis, we ln-transformed 
mass and growth variables to avoid non-linear relationships between 
them, and scaled duration of vegetative growth (mean = 0, SD = 1). 
Since a diversity of domestication statuses and functional groups 

TA B L E  2  Workflow of the methods showing the specific questions addressed in the study, the conceptual model implemented in the path 
analysis, the dataset used, and the figure and/or table showing the results for each question. The specific questions are grouped under the 
three general questions asked in the Introduction section

Question Conceptual model Dataset Output

(1) What is the relative importance of seed 
size, growth rate and duration of 
growth to explain variations in plant 
size?

Full dataset Figure 3
Table S3

Through which of the three sRGR 
components do the effects of sRGR 
on plant size mainly arise?

Full dataset Figure S3

(2) Has domestication impacted mature 
plant size through modulation of 
M-P-P traits?

Domestication dataset Figure 4
Table S4

Has improvement impacted mature 
plant size through modulation of 
M-P-P traits?

Improvement dataset Figure 4
Table S5

Has evolution under cultivation 
differentially impacted on trait–trait 
relationships?

Full dataset Figure S4

(3) To what extent do crop yields depend 
on mature plant size and its drivers?

Yield dataset Figure 5
Table S6

Note: For trait icons see Figure 1.
Abbreviations: M-P-P traits, morpho-physio-phenological traits; sRGR, size-standardised relative growth rate.
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was considered in the selection of accessions and crop species, do-
mestication status and functional group were included as exogenous 
categorical variables to control for experimental design. We hypoth-
esised that domestication status has an impact on M-P-P traits and 
mature plant size, as changes in these traits during evolution under 
cultivation have been frequently reported (e.g. Gómez-Fernández 
et al., 2022; Harlan et al., 1973; Meyer & Purugganan, 2013; Milla 
& Matesanz,  2017). We also assumed that M-P-P traits and ma-
ture plant size depend on functional group affiliation, since species 
belonging to the same functional group tend to have a close evo-
lutionary history (C3 cereals, C4 cereals and legumes are separate 
clades) and respond similarly to environmental conditions (Reich 
et al., 2003). In the presence of heteroscedasticity (evaluated with 
Levene's test), we used the ‘varIdent’ weights specification within 
the lme function.

Second, to examine how initial domestication and subsequent 
improvement affected mature plant size through modulation of 
M-P-P traits, Path model B was fitted separately to the domestica-
tion and improvement datasets (Figure 1; Table 2). This path model 
tested the expectation that domestication and improvement may 
have differentially altered seed mass, sRGR, duration of vegetative 
growth, and mature plant size, as well as their relationships (Abbo 
et al.,  2014). Individual models were specified as explained for 
Path model A. However, to obtain a coefficient for the path from 
domestication and improvement, domestication status was coded 
as an exogenous ordinal variable (0 = wild progenitor, 1 = landrace, 
2  =  improved cultivar). Alternatively, to test how the pattern of 
trait–trait relationships differed among wild progenitors, landraces 
and improved cultivars, we conducted a multigroup path analysis 
(Table 2). This analysis determined whether the coefficients of each 
path varied among domestication statuses.

Third, we investigated whether and how variations in mature plant 
size and its drivers affect crop yields during evolution under cultiva-
tion (Figure 1; Table 2). To this end, we fitted the Path model C, which 
was an extended version of Path model B, but with additional paths 
to crop yield based on the following assumptions. Yield increases with 
the size of mature plants, especially in annuals, which re-allocate a 
fraction of their vegetative biomass to reproduction at maturity 
(Weiner et al., 2009). Yield often decreases with duration of vegeta-
tive growth, as later flowering can shorten the time to fully develop 
fruits and seeds (Moles & Leishman, 2008). Yield is one of the traits 
that has been most intensively selected for during crop evolution, with 
domesticated plants being higher-yielding than their wild progenitors 
(Sadras,  2007). Therefore, we hypothesised that yield (i) increases 
with mature plant size, (ii) decreases with duration of vegetative 
growth and (iii) has improved during evolution under cultivation. Since 
several proxies for yield show phylogenetic signals (Martin, 2021), we 
also assumed that yield depends on functional group affiliation. This 
path model was fitted to the yield dataset (Figure S1) and the individ-
ual models were specified as explained for Path model B.

All path models were evaluated using tests of directed separa-
tion (d-sep; Shipley, 2009), which combines the significance of in-
dependence claims into a single Fisher's C statistic. A path model is 

considered consistent when the C statistic is not significantly differ-
ent from a χ2 distribution (p > 0.05). We also calculated the AIC score 
to know the relative support for each path model (Shipley,  2013). 
We standardised the coefficients to allow direct comparisons be-
tween relationships that are measured on different scales. To assess 
the relative importance of predictor variables on mature plant size 
and yield, we calculated the direct, indirect and total effects using 
the standardised path coefficients as follows (Shipley, 2000). Direct 
effects were the standardised path coefficients directly linking the 
predictor and response variables. Indirect effects were the product 
of all coefficients along the paths linking predictor and response 
variables through at least one intermediate variable. The total effect 
of a predictor on the response variable was the sum of its direct 
and indirect effects, taking into account all paths linking these two 
variables. The amount of variance explained by each predictor was 
quantified by calculating the marginal and conditional pseudo-R2. d-
sep tests, Fisher's C, AIC, standardised path coefficients, pseudo-R2, 
and multigroup analysis were performed with the piecewiseSEM r 
package (Lefcheck, 2016).

3  |  RESULTS

There was considerable variation in the predictor variables across 
the 18 crops studied (Figure 2). The largest-seeded crop had seeds 
three orders of magnitude heavier than the smallest-seeded crop 
(faba bean: 548 mg vs. amaranth: 0.57 mg). This comprises ca. a 
quarter of the range of variation reported worldwide for this trait 
(Westoby et al., 1992). sRGR and duration of vegetative growth var-
ied to a lesser extent, from 0.10 for peanut to 0.27 g g−1  day−1 for 
amaranth, and 25 for tomato to 43 days for white clover, respec-
tively. Response variables also varied greatly among crops. Mature 
plant size ranged from 1.25 for white clover to 33.4 g for millet, and 
yield from 1.46 for lentil to 28 g for millet. In addition to interspecific 
variability, there was substantial ontogenetic variability in plant size 
within each crop (i.e. total biomass varied widely throughout the 55-
day growth period; Figure S1). All path models explained more than 
90% and 70% of the variance in final plant size and yield, respec-
tively, and received high statistical support, as indicated by good-
ness of fit metrics (Figures 3–5).

3.1  |  Evolution of traits under cultivation

Domesticates had heavier seeds, larger seedlings, larger juvenile and 
mature plants, and higher yields than their wild progenitors, regard-
less of their functional group (Figure 2a,d,e,f,g; Table S2). However, 
there was considerable variation in the magnitude of these trends 
among crops, and among accessions within crops, as shown by 
the high proportion of variance explained by the random part of 
the models (Figure S2; Table S2). On the other hand, sRGR and its 
components, duration of vegetative growth and harvest index did 
not differ between domestication statuses, but did differ between 
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functional groups for sRGR, sNAR, and sLMR (Figure  2b,c,h; 
Table S2). Domestication and improvement had different effects on 
plant traits. In particular, domestication increased seed mass, and 
initial, intermediate and final sizes, while modern breeding only in-
creased yield (Figure 2).

3.2  |  Relationships among seed mass, growth 
rate and duration, and plant size (Path model A)

Heavier seeds grew into larger seedlings and juvenile plants, which 
ultimately affected mature size (Figure  3a; Table  S3). Plant traits 
strongly interacted with each other during ontogeny. Seed mass 
promoted larger plants especially in the early ontogenetic stages, 
while growth rate and duration did so later on (Figure 3a; Table S3). 
Thus, large mature plants were driven directly by rapid growth and 
longer growing periods and indirectly by the effect of seed mass 
on seedling size (Figure 3b). Heavier seeds provided slower growth 
rates (Figure 3a; Table S3), but we found no clear causal relationships 

between seed mass and sRGR components (Figure S3a). sNAR was 
the component that accounted for most of the contribution of sRGR 
to final plant size (Figure S3b). Overall, seed mass and duration of 
vegetative growth explained most of the variation in final plant size 
(Figure 3b).

3.3  |  Separate effects of domestication and 
improvement (Path model B and Multigroup analysis)

The models run separately for domestication and improvement 
differed from each other in the importance of the different M-P-P 
traits in defining final plant size, but the paths did not differ in di-
rection and statistical significance (Figure  4; Tables  S4 and S5). 
Domestication increased final plant size via changes in seed mass, 
while modern breeding slightly decreased it through negative ef-
fects on seedling size (Figure 4a; Tables S4 and S5). In both models, 
seed mass and duration of vegetative growth were the main driv-
ers of final plant size, but during improvement, sRGR became more 

F I G U R E  2  Trait variation by 
domestication status (W = wild 
progenitor, L = landrace, I = improved 
cultivar). The circles are the sample 
mean scores, with error bars extending 
1 SD from the means. Colours represent 
different crop species. Different letters 
indicate significant differences at 
p < 0.05 after Tukey's post hoc test and 
false discovery rate correction. Trait 
abbreviations: Seed size, seed mass; sRGR, 
size-standardised relative growth rate; 
Growth duration, duration of vegetative 
growth; Initial size, total plant dry mass at 
the seedling stage; Intermediate size, total 
plant dry mass at the juvenile stage; Final 
size, total plant dry mass at the mature 
stage; Yield, dry mass of reproductive 
output for seed and fruit crops; Harvest 
index, the ratio of yield to the sum of final 
plant size and yield.
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F I G U R E  3  (a) Path model A of causal relationships between seed mass, growth rate and duration, and plant size for the full dataset (i.e. all 
plants included in the study). Domestication status and functional group were included as exogenous categorical variables (domestication 
status: wild progenitor, landrace, improved cultivar; functional group: C3 cereal, C4 cereal, forb, legume). Solid arrows (→) are positive effects 
and dashed arrows (⇢) are negative effects. Arrow widths are proportional to the magnitude of the standardised path coefficients (indicated 
by the numbers on the lines). All path coefficients are significantly different from zero at p < 0.05 unless ‘n.s.’ (not significant) is indicated. 
Marginal (R2

m
) and conditional (R2

c
) pseudo-R2 are the proportion of variance in final plant size explained by fixed effects and all effects (fixed 

plus random effects), respectively. The global model fitted the data (Fisher's C = 13.81, df = 10, p = 0.182, n = 377). For trait abbreviations 
see Figure 2. (b) Synthesis of direct, indirect and total effects of seed mass, sRGR and growth duration on final plant size, derived from (a). 
Direct effects (D) are the standardised path coefficients directly linking final plant size to the predictor variables. Indirect effects (I) are the 
product of coefficients along paths linking final plant size to predictors through at least one intermediate variable. The total effect (T) of a 
predictor on final plant size is the sum of its direct and indirect effects (Shipley, 2000).

F I G U R E  4  (a) Path model B of causal 
relationships between seed mass, growth 
rate and duration, and plant size, and 
the effect of evolution under cultivation 
for the domestication (wild progenitors 
vs. landraces; top) and improvement 
(landraces vs. improved cultivars; 
bottom) datasets. Domestication and 
improvement were included as exogenous 
ordinal variables (domestication: 0 = wild 
progenitor, 1 = landrace; improvement: 
1 = landrace, 2 = improved cultivar) 
and functional group as an exogenous 
categorical variable (C3 cereal, C4 
cereal, forb, legume). The meanings 
of path coefficients, line styles, arrow 
widths, and pseudo-R2 are the same as 
in Figure 3. The global model fitted the 
data (for domestication dataset: Fisher's 
C = 10.09, df = 10, p = 0.433, n = 269; for 
improvement dataset: Fisher's C = 16.27, 
df = 10, p = 0.092, n = 215). For trait 
abbreviations see Figure 2. (b) Synthesis 
of direct, indirect and total effects of 
domestication/improvement, seed mass, 
sRGR, and growth duration on final plant 
size, derived from (a). The meaning of the 
direct (D), indirect (I) and total effects (T) 
is the same as in Figure 3.
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important (Figure  4b). The pattern of trait–trait relationships was 
very consistent among wild progenitors, landraces and improved 
cultivars (Figure S4). However, size-cascading effects during ontog-
eny and a few effects of growth rate and duration changed in magni-
tude among domestication statuses (Figure S4).

3.4  |  Consequences of plant size and its drivers on 
crop yields (Path model C)

Evolution under cultivation increased crop yields, mainly through 
other factors not accounted for by our models (direct path: 0.18; 
Figure 5a; Table S6). Of the traits considered in this study, seed mass 
mediated 18.5% of the effects of evolution under cultivation on crop 
yields. Final plant size was the most important trait in determining 
yield, followed by seed mass, duration of vegetative growth and fi-
nally sRGR (Figure 5b). Large plants that grew over a shorter period 
of time produced higher yields (Figure 5a; Table S6). The negative 
effects of duration of vegetative growth on yield were buffered 
by its indirect effects through plant size (Figure 5a; Table S6). Seed 
mass and sRGR increased yield indirectly through their effects on 
plant size during early and late ontogeny, respectively (Figure  5a; 
Table S6).

4  |  DISCUSSION

We found that final plant size depends largely on the interacting ef-
fects of initial size and the rate and duration of further growth. Of 

the three traits considered, seed mass and duration of vegetative 
growth were the drivers with the highest influence on plant size at 
maturity, accounting for three-quarters of the variance in final size. 
Thus, mature plants were larger if their seeds were heavier and they 
grew for longer vegetative growth periods. Domesticated plants 
showed a modest increase in final plant size, and evolution under 
cultivation only increased seed size, but not growth rate and dura-
tion. Our results suggest that selection for heavier seeds partly un-
derlie the increase in plant size during domestication. Furthermore, 
crop yields were mainly determined by final plant size, i.e. the larger 
the plant was, the higher its reproductive output. However, the 
traits considered in this study did not account for the increase in 
yields during crop evolution. Selection for other plant traits should 
therefore have driven the high yields of modern crops.

4.1  |  Proximal drivers of variation in mature plant 
size and crop yields

Our results show that seed size, growth rate and duration of vegeta-
tive growth account for a large variance in final plant size. Thus, a 
small set of M-P-P traits can explain most of the variation in final 
plant size. Vegetative biomass has been described mathematically 
as a function of these M-P-P traits (Violle et al.,  2007), and posi-
tive correlations between these functional traits and mature plant 
size have been previously reported (e.g. Du & Qi,  2010; Falster & 
Westoby, 2005; Herron et al., 2021; Leishman et al., 1995). However, 
few studies have explicitly assessed the causal structure of trait in-
teractions driving differences in mature plant size, and even fewer 

F I G U R E  5  (a) Path model C of causal relationships between seed mass, growth rate and duration, plant size and yield, and the effects of 
evolution under cultivation for the yield dataset (i.e. seed and fruit crop plants that reached the fruiting stage). Evolution under cultivation 
was included as an exogenous ordinal variable (0 = wild progenitor, 1 = landrace, 2 = improved cultivar) and functional group as an 
exogenous categorical variable (C3 cereal, C4 cereal, forb, legume). The meanings of path coefficients, line styles, arrow widths, and pseudo-
R2 are the same as in Figure 3. The global model fitted the data (Fisher's C = 26.87, df = 18, p = 0.082, n = 201). For trait abbreviations 
see Figure 2. (b) Synthesis of direct, indirect and total effects of evolution under cultivation, seed mass, sRGR, growth duration, and final 
plant size on yield derived from (a). Direct effects (D) are the standardised path coefficients directly linking yield to the predictor variables. 
Indirect effects (I) are the product of coefficients along paths linking yield to predictors through at least one intermediate variable. The total 
effect (T) of a predictor on yield is the sum of its direct and indirect effects (Shipley, 2000).
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have quantified their relative importance (Milla & Matesanz, 2017; 
Vile et al.,  2006). Moreover, these studies provided only indirect 
evidence, as phenological traits were not considered and proper 
growth experiments were not conducted. Here, we found that al-
though increased growth rate favoured the development of large 
plants, its relevance was lower than that of seed mass and duration 
of vegetative growth. Milla and Matesanz  (2017) also found that 
physiological traits such as photosynthetic rate and SLA were less 
important than leaf size (a trait allometrically related to seed size, 
Hodgson et al., 2017) in explaining variation in aboveground plant 
size. Looking at the global scale, seed mass and plant size co-vary 
and are orthogonal to plant resource economics (Díaz et al., 2004, 
2016). At this scale, orthogonality suggests that plant size is weakly 
correlated with growth rates (Price et al., 2014). Here, we support 
this pattern in the context of a multivariate causal model, but also 
highlight the role of vegetative growth duration as a key driver of 
mature plant size.

We show that the relative importance of M-P-P traits as driv-
ers of plant size changes during ontogeny. The effects of seed mass 
occurred at early developmental stages and gradually decreased as 
sRGR and duration of vegetative growth became more important 
for plant size. The fact that trait effects change during ontogeny 
can make it difficult to identify causal relationships between traits 
and the strength of interactions. For example, when seed mass is 
not directly correlated with mature size, this is usually interpreted 
as evidence against its predictive value (e.g. Shipley et al.,  1989; 
Westoby,  1998). However, most studies assessed this relationship 
by disregarding the possibility that the effect of seeds on interme-
diate sizes might be relevant to maturity via ontogenetic cascades. 
Standardising size-dependent traits such as RGR and its components 
also allowed us to distinguish effects of RGR from those attributed 
to its dependence on size, and to analyse the relationships between 
growth and size during ontogeny. We found, for example, that the 
effects of growth on plant size, as well as the seed mass–growth 
trade-off, strengthened during ontogeny. We are unaware of any 
previous study reporting how RGR and associated trade-offs differ-
entially modulate changes in plant size during ontogeny. Our study 
therefore shows that ontogeny has a strong modulating effect on 
plant traits and their interactions, and highlights the need to con-
sider multi-trait relationships throughout ontogeny, as well as the 
use of size-standardised measurements, to understand the evolu-
tion of plant size.

Regarding yields, our results indicate that fruit and seed pro-
duction is boosted by a large final plant size. Consistent with this, 
reproductive output has been found to be positively correlated with 
vegetative biomass in annual plants, both between and within spe-
cies (Aarssen & Jordan, 2001; Chambers & Aarssen, 2009; Lutman 
et al.,  2011; Sugiyama & Bazzaz,  2002). However, we found that 
plant yield was driven by the same traits that determined final plant 
size at maturity in our set of annual herbaceous crops. As with final 
plant size, seed mass and duration of vegetative growth were the 
most relevant traits determining plant yield. Although both traits 
strongly influenced reproductive output, only seed mass changed 

consistently during evolution under cultivation. Duration of vege-
tative growth and its evolution under cultivation has received less 
research attention (Blackman, 2017). As it is an environmentally re-
sponsive trait, a long vegetative growth period typically confers ad-
aptation to non-seasonal, low-disturbance environments (Gaudinier 
& Blackman,  2020). For example, the pressure to flower quickly 
decreases in agricultural environments with long growing seasons, 
but increases in northern regions where earlier flowering tends to 
improve yields (Jones et al., 2008). To understand the evolutionary 
trajectories of phenological traits during domestication and modern 
breeding, further comparative studies with crops from diverse ori-
gins are needed.

4.2  |  The roles of domestication and improvement 
in promoting larger plants and higher yields

We found that final plant size increased modestly from wild progeni-
tors to domesticated plants, although this trend varied in magnitude 
and direction among the 18 crops studied, from large increases dur-
ing early domestication, e.g. in faba bean, to even decreases during 
later improvement, e.g. in oat (Figure 2; Figure S5). Previous stud-
ies have also found a general increase in mature plant size after 
domestication, despite differences between crops (Martín-Robles 
et al., 2018; Milla et al., 2014; Milla & Matesanz, 2017). However, 
the proximal mechanisms leading to such post-domestic upsizing 
were previously unknown. Here, we show that the larger seeds of 
domesticated accessions triggered a pronounced increase in plant 
size early in ontogeny and a more modest increase in final plant size. 
Physiological and phenological traits, on the other hand, did not 
mediate the effects of domestication on plant size, as neither du-
ration of vegetative growth nor sRGR and its components changed 
consistently during evolution under cultivation, in line with previous 
studies (e.g. Evans, 1993; Gómez-Fernández et al., 2022; Meyer & 
Purugganan, 2013; Preece et al., 2017). Overall, our results suggest 
that the role of seed mass in increasing plant size may be one of the 
mechanisms by which large-seeded genotypes were selected during 
domestication.

In addition, we show that crop yields have increased over the 
course of evolution under cultivation. High yields are one of the 
most common characteristics that distinguish crops from their wild 
progenitors (Harlan et al., 1973; Meyer & Purugganan, 2013; Preece 
et al., 2017). It is noteworthy that evolution under cultivation had 
an effect on yield that was not accounted for by the set of traits 
studied here (direct effect in Figure 5), and that changes in reproduc-
tive allocation (i.e. harvest index) could not explain increases in yield. 
This suggests that other traits, not explored in our study, may under-
lie the differences in yield between domesticated plants and their 
wild progenitors. In this regard, further traits, processes and study 
scales need investigation. For example, other plant traits linked to 
plant size and yield have also changed during evolution under cul-
tivation, including circadian and physiological traits (Yarkhunova 
et al.,  2016), root traits and microbiome (Ehdaie et al.,  2010; 
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Hamonts et al.,  2018), and nutrient content and stoichiometry 
(Delgado-Baquerizo et al., 2016). Other processes and study scales 
have broad implications for plant growth and reproduction, such as 
cell division and expansion (Arendt,  2007; Cheniclet et al.,  2005), 
genome size (Roddy et al., 2020) and genetic control of organ and 
body sizes (Busov et al., 2008; Mizukami, 2001). Furthermore, plant 
size in combination with planting density directly impacts on crop 
yields (Preece et al., 2018; Weiner & Freckleton, 2010). Therefore, 
further studies are needed to determine how these other traits and 
mechanisms may underlie the observed effects of evolution under 
cultivation on crop yields.

Finally, we found a high degree of functional coordination be-
tween traits, both for the full dataset and for the domestication and 
improvement datasets taken separately. In other words, the patterns 
of trait–trait relationships (i.e. magnitude, direction and significance 
of paths) were highly consistent among wild progenitors, landraces 
and improved cultivars. Other studies reported varying degrees of 
trait coordination over the course of crop evolution (Milla et al., 2014; 
Roucou et al., 2017). However, these studies included more diverse 
traits (including leaf, stem and root traits) whose evolution may be 
more decoupled from each other (Kembel & Cahill,  2011). Also, 
since evolution under cultivation in our study only led to consistent 
changes in seed mass, its effects may not have been sufficient to 
decouple the patterns of trait–trait relationships that existed in the 
wild progenitors. Even so, the notion that these traits are highly 
coordinated despite shifts in trait means during domestication and 
improvement is intuitively reasonable. Large plants take longer to 
reach mature size, and to survive a longer juvenile period, species 
with a large mature size need to have (i) a high seedling survival rate, 
achieved by producing larger seeds, and later (ii) a high competitive 
ability, achieved by rapid growth rates (Aarssen et al., 2006; Moles 
et al.,  2005). Therefore, we argue that the relationships between 
traits that are closely linked to vital rates throughout ontogeny are 
too robust to be easily decoupled.

5  |  CONCLUSIONS

Previous work has identified plant traits whose variation impacts on 
mature plant size (e.g. Violle et al.,  2007). However, their relative 
importance remained unexplored. Here we show that seed mass and 
duration of vegetative growth are the main drivers of variation in 
mature plant size. Our results therefore provide a better mechanistic 
understanding of the plant size–seed size axis of plant trait variation 
and also highlight the role of vegetative growth duration in varying 
mature plant size. Furthermore, our results suggest that seed mass 
and growth dynamics exhibit a high degree of functional coordina-
tion with plant size and that ontogeny plays an important role in 
modulating the effects of each trait.

In our study, linking plant size to the mechanisms outlined here 
shed more light on why large seeds were valuable for agricultur-
alists. However, this trait alone did not explain the yield differ-
ences between domesticated plants and their wild progenitors. 

Further studies that (i) examine other plant traits, processes and 
study scales, and (ii) consider multi-trait relationships throughout 
ontogeny, as well as the use of size-standardised measurements, 
are needed to strengthen our mechanistic understanding of the 
evolution of crop yields.

AUTHOR CONTRIBUTIONS
Alicia Gómez-Fernández and Rubén Milla designed the study. Alicia 
Gómez-Fernández collected the data. Alicia Gómez-Fernández and 
Rubén Milla analysed the data. Alicia Gómez-Fernández wrote a first 
draft of the paper and Rubén Milla contributed to further revisions. 
Both authors read and approved the final version.

ACKNOWLEDG EMENTS
We thank URJC colleagues for their assistance in setting up the 
experiment, A. Illuminati, E. Chaves, G. Gómez, J. Palomino and M. 
Ramos for their unconditional help in data collection, K. Johnson for 
his support from the begining of the study, M. Rees for statistical ad-
vice on growth analyses, and C. Violle, F. Vasseur and A. Westgeest 
for valuable discussions that helped improve the manuscript. This 
research was funded by a MINECO-Spain grant (Ref. CGL2017-
83855-R), a Remedinal TE-CM grant, a CAM predoctoral fellowship 
(Ref. PEJD-2017-PRE/AMB-3598), a URJC predoctoral fellowship 
(Ref. PREDOC20-030-1545) and a CERU/SRUK ‘On the Move’ mo-
bility grant.

CONFLIC T OF INTERE S T
The authors declare no conflict of interest.

PEER RE VIE W
The peer review history for this article is available at https://publo​
ns.com/publo​n/10.1111/1365-2745.13979.

DATA AVAIL ABILIT Y S TATEMENT
The raw data and R code used for data processing are available 
at https://doi.org/10.6084/m9.figsh​are.20398​878.v1 (Gómez-
Fernández & Milla, 2022).

ORCID
Alicia Gómez-Fernández   https://orcid.org/0000-0003-3422-0047 
Rubén Milla   https://orcid.org/0000-0001-8912-4373 

R E FE R E N C E S
Aarssen, L. W., & Jordan, C. Y. (2001). Between-species patterns of 

covariation in plant size, seed size and fecundity in monocarpic 
herbs. Ecoscience, 8(4), 471–477. https://doi.org/10.1080/11956​
860.2001.11682677

Aarssen, L. W., Schamp, B. S., & Pither, J. (2006). Why are 
there so many small plants? Implications for species co-
existence. Journal of Ecology, 94(3), 569–580. https://doi.
org/10.1111/j.1365-2745.2006.01128.x

Abbo, S., Van-Oss, R. P., Gopher, A., Saranga, Y., Ofner, I., & Peleg, Z. 
(2014). Plant domestication versus crop evolution: A conceptual 
framework for cereals and grain legumes. Trends in Plant Science, 
19(6), 351–360. https://doi.org/10.1016/j.tplan​ts.2013.12.002

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://publons.com/publon/10.1111/1365-2745.13979
https://publons.com/publon/10.1111/1365-2745.13979
https://doi.org/10.6084/m9.figshare.20398878.v1
https://orcid.org/0000-0003-3422-0047
https://orcid.org/0000-0003-3422-0047
https://orcid.org/0000-0001-8912-4373
https://orcid.org/0000-0001-8912-4373
https://doi.org/10.1080/11956860.2001.11682677
https://doi.org/10.1080/11956860.2001.11682677
https://doi.org/10.1111/j.1365-2745.2006.01128.x
https://doi.org/10.1111/j.1365-2745.2006.01128.x
https://doi.org/10.1016/j.tplants.2013.12.002


    |  2697Journal of EcologyGÓMEZ-­FERNÁNDEZ and MILLA

Arendt, J. (2007). Ecological correlates of body size in rela-
tion to cell size and cell number: Patterns in flies, fish, fruits 
and foliage. Biological Reviews, 82(2), 241–256. https://doi.
org/10.1111/j.1469-185X.2007.00013.x

Barton, K. (2020). Mu-MIn: Multi-model inference (R package version 
1.43.17.). https://cran.r-project.org/package=MuMIn

Bates, D., Mächler, M., Bolker, B. M., & Walker, S. C. (2015). Fitting lin-
ear mixed-effects models using lme4. Journal of Statistical Software, 
67(1), 1–48. https://doi.org/10.18637/​jss.v067.i01

Blackman, B. K. (2017). Changing responses to changing seasons: Natural 
variation in the plasticity of flowering time. Plant Physiology, 173(1), 
16–26. https://doi.org/10.1104/pp.16.01683

Blackman, V. H. (1919). The compound interest law and plant growth. 
Annals of Botany, 33(131), 353–360. https://doi.org/10.1093/oxfor​
djour​nals.aob.a089727

Bolmgren, K., & Cowan, P. D. (2008). Time-size tradeoffs: A phylogenetic 
comparative study of flowering time, plant height and seed mass 
in a north-temperate flora. Oikos, 117(3), 424–429. https://doi.
org/10.1111/j.2007.0030-1299.16142.x

Busov, V. B., Brunner, A. M., & Strauss, S. H. (2008). Genes for control of 
plant stature and form. New Phytologist, 177(3), 589–607. https://
doi.org/10.1111/j.1469-8137.2007.02324.x

Chambers, J., & Aarssen, L. W. (2009). Offspring for the next generation: 
Most are produced by small plants within herbaceous populations. 
Evolutionary Ecology, 23(5), 737–751. https://doi.org/10.1007/
s1068​2-008-9269-x

Cheniclet, C., Rong, W. Y., Causse, M., Frangne, N., Bolling, L., Carde, J. 
P., & Renaudin, J. P. (2005). Cell expansion and endoreduplication 
show a large genetic variability in pericarp and contribute strongly 
to tomato fruit growth. Plant Physiology, 139(4), 1984–1994. https://
doi.org/10.1104/pp.105.068767

Cohen, D. (1976). The optimal timing of reproduction. The American 
Naturalist, 110(975), 801–807. https://doi.org/10.1086/283103

Cornelissen, J. H. C. (1999). A triangular relationship between leaf 
size and seed size among woody species: Allometry, ontogeny, 
ecology and taxonomy. Oecologia, 118(2), 248–255. https://doi.
org/10.1007/s0044​20050725

Dayrell, R. L. C., Arruda, A. J., Pierce, S., Negreiros, D., Meyer, P. B., 
Lambers, H., & Silveira, F. A. O. (2018). Ontogenetic shifts in 
plant ecological strategies. Functional Ecology, 32(12), 2730–2741. 
https://doi.org/10.1111/1365-2435.13221

Delgado-Baquerizo, M., Reich, P. B., García-Palacios, P., & Milla, R. 
(2016). Biogeographic bases for a shift in crop C:N:P stoichiome-
tries during domestication. Ecology Letters, 19(5), 564–575. https://
doi.org/10.1111/ele.12593

Díaz, S., Hodgson, J. G., Thompson, K., Cabido, M., Cornelissen, J. H. C., 
Jalili, A., Montserrat-Martí, G., Grime, J. P., Zarrinkamar, F., Asri, Y., 
Band, S. R., Basconcelo, S., Castro-Díez, P., Funes, G., Hamzehee, 
B., Khoshnevi, M., Pérez-Harguindeguy, N., Pérez-Rontomé, M. 
C., Shirvany, F. A., … Guerrero-Campo, J. (2004). The plant traits 
that drive ecosystems: Evidence from three continents. Journal 
of Vegetation Science, 15(3), 295–304. https://doi.org/10.1111/
j.1654-1103.2004.tb022​66.x

Díaz, S., Kattge, J., Cornelissen, J. H. C., Wright, I. J., Lavorel, S., Dray, S., 
Reu, B., Kleyer, M., Wirth, C., Colin Prentice, I., Garnier, E., Bönisch, 
G., Westoby, M., Poorter, H., Reich, P. B., Moles, A. T., Dickie, 
J., Gillison, A. N., Zanne, A. E., … Gorné, L. D. (2016). The global 
spectrum of plant form and function. Nature, 529(7585), 167–171. 
https://doi.org/10.1038/natur​e16489

Dosio, G. A. A., Rey, H., Lecoeur, J., Izquierdo, N. G., Aguirrezábal, L. A. 
N., Tardieu, F., & Turc, O. (2003). A whole-plant analysis of the dy-
namics of expansion of individual leaves of two sunflower hybrids. 
Journal of Experimental Botany, 54(392), 2541–2552. https://doi.
org/10.1093/jxb/erg279

Du, G., & Qi, W. (2010). Trade-offs between flowering time, plant 
height, and seed size within and across 11 communities of a 

QingHai-Tibetan flora. Plant Ecology, 209(2), 321–333. https://doi.
org/10.1007/s1125​8-010-9763-4

Ehdaie, B., Merhaut, D. J., Ahmadian, S., Hoops, A. C., Khuong, T., 
Layne, A. P., & Waines, J. G. (2010). Root system size influences 
water-nutrient uptake and nitrate leaching potential in wheat. 
Journal of Agronomy and Crop Science, 196(6), 455–466. https://doi.
org/10.1111/j.1439-037X.2010.00433.x

Evans, L. T. (1993). Crop evolution, adaptation and yield. Cambridge 
University Press.

Falster, D. S., Moles, A. T., & Westoby, M. (2008). A general model for the 
scaling of offspring size and adult size. American Naturalist, 172(3), 
299–317. https://doi.org/10.1086/589889

Falster, D. S., & Westoby, M. (2003). Plant height and evolutionary 
games. Trends in Ecology & Evolution, 18(7), 337–343. https://doi.
org/10.1016/S0169​-5347(03)00061​-2

Falster, D. S., & Westoby, M. (2005). Alternative height strategies 
among 45 dicot rain forest species from tropical Queensland, 
Australia. Journal of Ecology, 93(3), 521–535. https://doi.
org/10.1111/j.0022-0477.2005.00992.x

Fenner, M. (1983). Relationships between seed weight ash content 
and seedling growth in twenty-four species of Compositae. 
New Phytologist, 95(4), 697–706. https://doi.org/10.1111/
j.1469-8137.1983.tb035​33.x

Gatsuk, L. E., Smirnova, O. V., Vorontzova, L. I., Zaugolnova, L. B., & 
Zhukova, L. A. (1980). Age states of plants of various growth 
forms: A review. Journal of Ecology, 68(2), 675–696. https://doi.
org/10.2307/2259429

Gaudinier, A., & Blackman, B. K. (2020). Evolutionary processes from the 
perspective of flowering time diversity. New Phytologist, 225(5), 
1883–1898. https://doi.org/10.1111/nph.16205

Gleeson, S. K., & Tilman, D. (1994). Plant allocation, growth rate and 
successional status. Functional Ecology, 8(4), 543–550. https://doi.
org/10.2307/2390080

Goldberg, D. E., Martina, J. P., Elgersma, K. J., & Currie, W. S. (2017). 
Plant size and competitive dynamics along nutrient gradi-
ents. The American Naturalist, 190(2), 229–243. https://doi.
org/10.1086/692438

Gómez-Fernández, A., & Milla, R. (2022). Data from: How seeds and 
growth dynamics influence plant size and yield: Integrating trait 
relationships into ontogeny. Figshare, https://doi.org/10.6084/m9.
figsh​are.20398​878.v1

Gómez-Fernández, A., Osborne, C. P., Rees, M., Palomino, J., Ingala, C., 
Gómez, G., & Milla, R. (2022). Disparities among crop species in the 
evolution of growth rates: The role of distinct origins and domes-
tication histories. New Phytologist, 233(2), 995–1010. https://doi.
org/10.1111/nph.17840

Grace, J. B. (2006). Structural equation modeling and natural systems. 
Cambridge University Press.

Grime, J. P. (2001). Plant strategies, vegetation processes, and ecosystem 
properties. Jonh Wiley & Sons.

Grime, J. P., Hodgson, J. G., & Hunt, R. (1988). Comparative plant ecology: 
A functional approach to common British species. Unwin Hyman.

Hamonts, K., Trivedi, P., Garg, A., Janitz, C., Grinyer, J., Holford, P., 
Botha, F. C., Anderson, I. C., & Singh, B. K. (2018). Field study 
reveals core plant microbiota and relative importance of their 
drivers. Environmental Microbiology, 20(1), 124–140. https://doi.
org/10.1111/1462-2920.14031

Harlan, J. R., de Wet, J. M. J., & Glen Price, E. (1973). Comparative 
evolution of cereals. Evolution, 27(2), 311–325. https://doi.
org/10.2307/2406971

Henn, J. J., & Damschen, E. I. (2021). Plant age affects intraspecific varia-
tion in functional traits. Plant Ecology, 222(6), 669–680. https://doi.
org/10.1007/s1125​8-021-01136​-2

Herron, S. A., Rubin, M. J., Albrecht, M. A., Long, Q. G., Sandoval, M. C., & 
Miller, A. J. (2021). The role of genus and life span in predicting seed 
and vegetative trait variation and correlation in Lathyrus, Phaseolus, 

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1111/j.1469-185X.2007.00013.x
https://doi.org/10.1111/j.1469-185X.2007.00013.x
https://cran.r-project.org/package=MuMIn
https://doi.org/10.18637/jss.v067.i01
https://doi.org/10.1104/pp.16.01683
https://doi.org/10.1093/oxfordjournals.aob.a089727
https://doi.org/10.1093/oxfordjournals.aob.a089727
https://doi.org/10.1111/j.2007.0030-1299.16142.x
https://doi.org/10.1111/j.2007.0030-1299.16142.x
https://doi.org/10.1111/j.1469-8137.2007.02324.x
https://doi.org/10.1111/j.1469-8137.2007.02324.x
https://doi.org/10.1007/s10682-008-9269-x
https://doi.org/10.1007/s10682-008-9269-x
https://doi.org/10.1104/pp.105.068767
https://doi.org/10.1104/pp.105.068767
https://doi.org/10.1086/283103
https://doi.org/10.1007/s004420050725
https://doi.org/10.1007/s004420050725
https://doi.org/10.1111/1365-2435.13221
https://doi.org/10.1111/ele.12593
https://doi.org/10.1111/ele.12593
https://doi.org/10.1111/j.1654-1103.2004.tb02266.x
https://doi.org/10.1111/j.1654-1103.2004.tb02266.x
https://doi.org/10.1038/nature16489
https://doi.org/10.1093/jxb/erg279
https://doi.org/10.1093/jxb/erg279
https://doi.org/10.1007/s11258-010-9763-4
https://doi.org/10.1007/s11258-010-9763-4
https://doi.org/10.1111/j.1439-037X.2010.00433.x
https://doi.org/10.1111/j.1439-037X.2010.00433.x
https://doi.org/10.1086/589889
https://doi.org/10.1016/S0169-5347(03)00061-2
https://doi.org/10.1016/S0169-5347(03)00061-2
https://doi.org/10.1111/j.0022-0477.2005.00992.x
https://doi.org/10.1111/j.0022-0477.2005.00992.x
https://doi.org/10.1111/j.1469-8137.1983.tb03533.x
https://doi.org/10.1111/j.1469-8137.1983.tb03533.x
https://doi.org/10.2307/2259429
https://doi.org/10.2307/2259429
https://doi.org/10.1111/nph.16205
https://doi.org/10.2307/2390080
https://doi.org/10.2307/2390080
https://doi.org/10.1086/692438
https://doi.org/10.1086/692438
https://doi.org/10.6084/m9.figshare.20398878.v1
https://doi.org/10.6084/m9.figshare.20398878.v1
https://doi.org/10.1111/nph.17840
https://doi.org/10.1111/nph.17840
https://doi.org/10.1111/1462-2920.14031
https://doi.org/10.1111/1462-2920.14031
https://doi.org/10.2307/2406971
https://doi.org/10.2307/2406971
https://doi.org/10.1007/s11258-021-01136-2
https://doi.org/10.1007/s11258-021-01136-2


2698  |   Journal of Ecology GÓMEZ-­FERNÁNDEZ and MILLA

and Vicia. American Journal of Botany, 108(12), 2388–2404. https://
doi.org/10.1002/ajb2.1773

Hodgson, J. G., Santini, B. A., Montserrat Marti, G., Royo Pla, F., Jones, 
G., Bogaard, A., Charles, M., Font, X., Ater, M., Taleb, A., Poschlod, 
P., Hmimsa, Y., Palmer, C., Wilson, P. J., Band, S. R., Styring, A., 
Diffey, C., Green, L., Nitsch, E., … Warham, G. (2017). Trade-offs 
between seed and leaf size (seed-phytomer-leaf theory): Functional 
glue linking regenerative with life history strategies ⋯ and taxon-
omy with ecology? Annals of Botany, 120(5), 633–652. https://doi.
org/10.1093/aob/mcx084

Hothorn, T., Bretz, F., & Westfall, P. (2008). Simultaneous inference in 
general parametric models. Biometrical Journal, 50(3), 346–363. 
https://doi.org/10.1002/bimj.20081​0425

Hunt, R. (1982). Plant growth curves. The functional approach to plant 
growth analysis. Edward Arnold.

Jakobsson, A., & Eriksson, O. (2000). A comparative study of 
seed number, seed size, seedling size and recruitment 
in grassland plants. Oikos, 88(3), 494–502. https://doi.
org/10.1034/j.1600-0706.2000.880304.x

Jones, H., Leigh, F. J., Mackay, I., Bower, M. A., Smith, L. M. J., Charles, 
M. P., Jones, G., Jones, M. K., Brown, T. A., & Powell, W. (2008). 
Population-based resequencing reveals that the flowering time ad-
aptation of cultivated barley originated east of the fertile crescent. 
Molecular Biology and Evolution, 25(10), 2211–2219. https://doi.
org/10.1093/molbe​v/msn167

Kattge, J., Bönisch, G., Díaz, S., Lavorel, S., Prentice, I. C., Leadley, P., 
Tautenhahn, S., Werner, G., et al. (2020). TRY plant trait database 
- Enhanced coverage and open access. Global Change Biology, 26(1), 
119–188. https://doi.org/10.1111/gcb.14904

Kembel, S. W., & Cahill, J. F. (2011). Independent evolution of leaf and 
root traits within and among temperate grassland plant commu-
nities. PLoS ONE, 6(6), e19992. https://doi.org/10.1371/journ​
al.pone.0019992

Kidson, R., & Westoby, M. (2000). Seed mass and seedling dimensions in 
relation to seedling establishment. Oecologia, 125(1), 11–17. https://
doi.org/10.1007/PL000​08882

Koch, G. W., Sillett, S. C., Jennings, G. M., & Davis, S. D. (2004). The 
limits to tree height. Nature, 428(6985), 851–854. https://doi.
org/10.1038/natur​e02417

Kozłowski, J. (1992). Optimal allocation of resources to growth 
and reproduction: Implications for age and size at matu-
rity. Trends in Ecology & Evolution, 7(1), 15–19. https://doi.
org/10.1016/0169-5347(92)90192​-E

Kunstler, G., Falster, D., Coomes, D. A., Hui, F., Kooyman, R. M., Laughlin, 
D. C., Poorter, L., Vanderwel, M., Vieilledent, G., Wright, S. J., 
Aiba, M., Baraloto, C., Caspersen, J., Cornelissen, J. H. C., Gourlet-
Fleury, S., Hanewinkel, M., Herault, B., Kattge, J., Kurokawa, H., … 
Westoby, M. (2016). Plant functional traits have globally consistent 
effects on competition. Nature, 529(7585), 204–207. https://doi.
org/10.1038/natur​e16476

Larocque, G. R., & Marshall, P. L. (1993). Evaluating the impact of com-
petition using relative growth rate in red pine (Pinus resinosa Ait.) 
stands. Forest Ecology and Management, 58(1–2), 65–83. https://doi.
org/10.1016/0378-1127(93)90132-7

Laughlin, D. C., Lusk, C. H., Bellingham, P. J., Burslem, D. F. R. P., Simpson, 
A. H., & Kramer-Walter, K. R. (2017). Intraspecific trait variation can 
weaken interspecific trait correlations when assessing the whole-
plant economic spectrum. Ecology and Evolution, 7(21), 8936–8949. 
https://doi.org/10.1002/ece3.3447

Lefcheck, J. S. (2016). piecewiseSEM: Piecewise structural equation model-
ling in r for ecology, evolution, and systematics. Methods in Ecology and 
Evolution, 7(5), 573–579. https://doi.org/10.1111/2041-210X.12512

Leishman, M. R., Westoby, M., & Jurado, E. (1995). Correlates of seed 
size variation: A comparison among five temperate floras. Journal of 
Ecology, 83(3), 517–529. https://doi.org/10.2307/2261604

Lush, W. M., & Wien, H. C. (1980). The importance of seed size in 
early growth of wild and domesticated cowpeas. The Journal of 
Agricultural Science, 94(1), 177–182. https://doi.org/10.1017/S0021​
85960​0028033

Lutman, P. J. W., Wright, K. J., Berry, K., Freeman, S. E., & Tatnell, L. 
(2011). Estimation of seed production by Myosotis arvensis, Veronica 
hederifolia, Veronica persica and Viola arvensis under different com-
petitive conditions. Weed Research, 51(5), 499–507. https://doi.
org/10.1111/j.1365-3180.2011.00863.x

Maranon, T., & Grubb, P. J. (1993). Physiological basis and ecological sig-
nificance of the seed size and relative growth rate relationship in 
mediterranean annuals. Functional Ecology, 7(5), 591–599. https://
doi.org/10.2307/2390136

Martin, A. R. (2021). Crops and the seed mass–seed output trade-off in 
plants. International Journal of Plant Sciences, 182(2), 84–90. https://
doi.org/10.1086/711472

Martín-Robles, N., Morente-López, J., Freschet, G. T., Poorter, H., Roumet, 
C., & Milla, R. (2018). Root traits of herbaceous crops: Pre-adaptation 
to cultivation or evolution under domestication? Functional Ecology, 
33(2), 273–285. https://doi.org/10.1111/1365-2435.13231

Mason, C. M., McGaughey, S. E., & Donovan, L. A. (2013). Ontogeny 
strongly and differentially alters leaf economic and other key traits 
in three diverse Helianthus species. Journal of Experimental Botany, 
64(13), 4089–4099. https://doi.org/10.1093/jxb/ert249

McCarthy, M. C., Enquist, B. J., & Kerkhoff, A. J. (2007). Organ partition-
ing and distribution across the seed plants: Assessing the relative 
importance of phylogeny and function. International Journal of Plant 
Sciences, 168(5), 751–761. https://doi.org/10.1086/513491

McNamara, K. J. (2012). Heterochrony: The evolution of development. 
Evolution: Education and Outreach, 5(2), 203–218. https://doi.
org/10.1007/s1205​2-012-0420-3

Meyer, R. S., & Purugganan, M. D. (2013). Evolution of crop species: 
Genetics of domestication and diversification. Nature Reviews 
Genetics, 14(12), 840–852. https://doi.org/10.1038/nrg3605

Milla, R. (2020). Crop Origins and Phylo Food: A database and a phyloge-
netic tree to stimulate comparative analyses on the origins of food 
crops. Global Ecology and Biogeography, 29(4), 606–614. https://doi.
org/10.1111/geb.13057

Milla, R., & Matesanz, S. (2017). Growing larger with domestication: A 
matter of physiology, morphology or allocation? Plant Biology, 19(3), 
475–483. https://doi.org/10.1111/plb.12545

Milla, R., Morente-López, J., Alonso-Rodrigo, J. M., Martín-Robles, N., & 
Stuart Chapin, F. (2014). Shifts and disruptions in resource-use trait 
syndromes during the evolution of herbaceous crops. Proceedings 
of the Royal Society B: Biological Sciences, 281(1793), 20141429. 
https://doi.org/10.1098/rspb.2014.1429

Mizukami, Y. (2001). A matter of size: Developmental control of organ 
size in plants. Current Opinion in Plant Biology, 4(6), 533–539. 
https://doi.org/10.1016/s1369​-5266(00)00212​-0

Moles, A. T., Ackerly, D. D., Webb, C. O., Tweddle, J. C., Dickie, J. B., 
Pitman, A. J., & Westoby, M. (2005). Factors that shape seed 
mass evolution. Proceedings of the National Academy of Sciences of 
the United States of America, 102(30), 10540–10544. https://doi.
org/10.1073/pnas.05014​73102

Moles, A. T., & Leishman, M. R. (2008). The seedling as part of a plant's 
life history strategy. In M. A. Leck, V. T. Parker, R. L. Simpson, & 
R. S. Simpson (Eds.), Seedling ecology and evolution (pp. 217–238). 
Cambridge University Press.

Moles, A. T., Warton, D. I., Warman, L., Swenson, N. G., Laffan, S. W., 
Zanne, A. E., Pitman, A., Hemmings, F. A., & Leishman, M. R. (2009). 
Global patterns in plant height. Journal of Ecology, 97(5), 923–932. 
https://doi.org/10.1111/j.1365-2745.2009.01526.x

Moles, A. T., & Westoby, M. (2004). Seedling survival and seed size: 
A synthesis of the literature. Journal of Ecology, 92(3), 372–383. 
https://doi.org/10.1111/j.0022-0477.2004.00884.x

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1002/ajb2.1773
https://doi.org/10.1002/ajb2.1773
https://doi.org/10.1093/aob/mcx084
https://doi.org/10.1093/aob/mcx084
https://doi.org/10.1002/bimj.200810425
https://doi.org/10.1034/j.1600-0706.2000.880304.x
https://doi.org/10.1034/j.1600-0706.2000.880304.x
https://doi.org/10.1093/molbev/msn167
https://doi.org/10.1093/molbev/msn167
https://doi.org/10.1111/gcb.14904
https://doi.org/10.1371/journal.pone.0019992
https://doi.org/10.1371/journal.pone.0019992
https://doi.org/10.1007/PL00008882
https://doi.org/10.1007/PL00008882
https://doi.org/10.1038/nature02417
https://doi.org/10.1038/nature02417
https://doi.org/10.1016/0169-5347(92)90192-E
https://doi.org/10.1016/0169-5347(92)90192-E
https://doi.org/10.1038/nature16476
https://doi.org/10.1038/nature16476
https://doi.org/10.1016/0378-1127(93)90132-7
https://doi.org/10.1016/0378-1127(93)90132-7
https://doi.org/10.1002/ece3.3447
https://doi.org/10.1111/2041-210X.12512
https://doi.org/10.2307/2261604
https://doi.org/10.1017/S0021859600028033
https://doi.org/10.1017/S0021859600028033
https://doi.org/10.1111/j.1365-3180.2011.00863.x
https://doi.org/10.1111/j.1365-3180.2011.00863.x
https://doi.org/10.2307/2390136
https://doi.org/10.2307/2390136
https://doi.org/10.1086/711472
https://doi.org/10.1086/711472
https://doi.org/10.1111/1365-2435.13231
https://doi.org/10.1093/jxb/ert249
https://doi.org/10.1086/513491
https://doi.org/10.1007/s12052-012-0420-3
https://doi.org/10.1007/s12052-012-0420-3
https://doi.org/10.1038/nrg3605
https://doi.org/10.1111/geb.13057
https://doi.org/10.1111/geb.13057
https://doi.org/10.1111/plb.12545
https://doi.org/10.1098/rspb.2014.1429
https://doi.org/10.1016/s1369-5266(00)00212-0
https://doi.org/10.1073/pnas.0501473102
https://doi.org/10.1073/pnas.0501473102
https://doi.org/10.1111/j.1365-2745.2009.01526.x
https://doi.org/10.1111/j.0022-0477.2004.00884.x


    |  2699Journal of EcologyGÓMEZ-­FERNÁNDEZ and MILLA

Niinemets, Ü. (2006). The controversy over traits conferring 
shade-tolerance in trees: Ontogenetic changes revisited. 
Journal of Ecology, 94(2), 464–470. https://doi.org/10.1111/​
j.1365-2745.2006.01093.x

Niklas, K. J. (2004). Plant allometry: Is there a grand unifying theory? 
Biological Reviews, 79(4), 871–889. https://doi.org/10.1017/S1464​
79310​4006499

Niklas, K. J. (2007). Maximum plant height and the biophysical fac-
tors that limit it. Tree Physiology, 27(3), 433–440. https://doi.
org/10.1093/treep​hys/27.3.433

Niklas, K. J., Midgley, J. J., & Rand, R. H. (2003). Tree size frequency distribu-
tions, plant density, age and community disturbance. Ecology Letters, 
6, 405–411. https://doi.org/10.1046/j.1461-0248.2003.00440.x

Paul-Victor, C., Züst, T., Rees, M., Kliebenstein, D. J., & Turnbull, L. 
A. (2010). A new method for measuring relative growth rate 
can uncover the costs of defensive compounds in Arabidopsis 
thaliana. New Phytologist, 187(4), 1102–1111. https://doi.
org/10.1111/j.1469-8137.2010.03325.x

Pérez-Harguindeguy, N., Díaz, S., Garnier, E., Lavorel, S., Poorter, H., 
Jaureguiberry, P., Cornwell, W. K., Craine, J. M., Gurvich, D. E., 
Urcelay, C., Veneklaas, E. J., Reich, P. B., Poorter, L., Wright, I. J., 
Ray, P., Enrico, L., Pausas, J. G., de Vos, A. C., Buchmann, N., … 
Cornelissen, J. H. C. (2013). New handbook for standardised mea-
surement of plant functional traits worldwide. Australian Journal of 
Botany, 61, 167–234. http://doi.org/10.1071/BT12225

Peters, R. H. (1983). The ecological implications of body size. Cambridge 
University Press.

Pierce, S., Bottinelli, A., Bassani, I., Ceriani, R. M., & Cerabolini, B. E. L. 
(2014). How well do seed production traits correlate with leaf traits, 
whole-plant traits and plant ecological strategies? Plant Ecology, 
215(11), 1351–1359. https://doi.org/10.1007/s1125​8-014-0392-1

Pinheiro, J., Bates, D., DebRoy, S., Sarkar, D., & R Core Team. (2021). 
nlme: Linear and nonlinear mixed effects models (R package version 
3.1-152). https://cran.r-proje​ct.org/packa​ge=nlme

Pommerening, A., & Muszta, A. (2016). Relative plant growth revisited: 
Towards a mathematical standardisation of separate approaches. 
Ecological Modelling, 320, 383–392. https://doi.org/10.1016/j.
ecolm​odel.2015.10.015

Poorter, H. (1990). Interspecific variation in relative growth rate: On eco-
logical causes and physiological consequences. In H. Lambers (Ed.), 
Causes and consequences of variation on growth rate and productivity 
of higher plants (pp. 45–68). SPB Academic Publishing.

Poorter, H., Niklas, K. J., Reich, P. B., Oleksyn, J., Poot, P., & Mommer, L. 
(2012). Biomass allocation to leaves, stems and roots: Meta-analyses 
of interspecific variation and environmental control. New Phytologist, 
193(1), 30–50. https://doi.org/10.1111/j.1469-8137.2011.03952.x

Poorter, H., & Remkes, C. (1990). Leaf area ratio and net assimilation rate 
of 24 wild species differing in relative growth rate. Oecologia, 83(4), 
553–559. https://doi.org/10.1007/BF003​17209

Poorter, L., & Rose, S. A. (2005). Light-dependent changes in the rela-
tionship between seed mass and seedling traits: A meta-analysis 
for rain forest tree species. Oecologia, 142(3), 378–387. https://doi.
org/10.1007/s0044​2-004-1732-y

Preece, C., Clamp, N. F., Warham, G., Charles, M., Rees, M., Jones, G., 
& Osborne, C. P. (2018). Cereal progenitors differ in stand harvest 
characteristics from related wild grasses. Journal of Ecology, 106(3), 
1286–1297. https://doi.org/10.1111/1365-2745.12905

Preece, C., Livarda, A., Christin, P. A., Wallace, M., Martin, G., 
Charles, M., Jones, G., Rees, M., & Osborne, C. P. (2017). How 
did the domestication of Fertile Crescent grain crops increase 
their yields? Functional Ecology, 31(2), 387–397. https://doi.
org/10.1111/1365-2435.12760

Price, C. A., Enquist, B. J., & Savage, V. M. (2007). A general model for 
allometric covariation in botanical form and function. Proceedings 
of the National Academy of Sciences, 104(32), 13204–13209. https://
doi.org/10.1073/pnas.07022​42104

Price, C. A., Wright, I. J., Ackerly, D. D., Niinemets, Ü., Reich, P. B., & 
Veneklaas, E. J. (2014). Are leaf functional traits 'invariant' with 
plant size and what is 'invariance' anyway? Functional Ecology, 28(6), 
1330–1343. https://doi.org/10.1111/1365-2435.12298

R Core Team. (2021). R: A language and environment for statistical computing. 
R Foundation for Statistical Computing. https://www.R-proje​ct.org/

Rees, M., Osborne, C. P., Woodward, F. I., Hulme, S. P., Turnbull, L. A., & 
Taylor, S. H. (2010). Partitioning the components of relative growth 
rate: How important is plant size variation? The American Naturalist, 
176(6), E152–E161. https://doi.org/10.1086/657037

Reich, P. B., Buschena, C., Tjoelker, M. G., Wrage, K., Knops, J., Tilman, D., 
& Machado, J. L. (2003). Variation in growth rate and ecophysiology 
among 34 grassland and savanna species under contrasting N sup-
ply: A test of functional group differences. New Phytologist, 157(3), 
617–631. https://doi.org/10.1046/j.1469-8137.2003.00703.x

Roach, D. A., & Wulff, R. D. (1987). Maternal effects in plants. Annual 
Review of Ecology and Systematics, 18(1), 209–235. https://doi.
org/10.1146/annur​ev.es.18.110187.001233

Roddy, A. B., Théroux-Rancourt, G., Abbo, T., Benedetti, J. W., Castro, 
M., Castro, S., Gilbride, A. B., Jensen, B., Perkins, J. A., Perkins, S. D., 
Loureiro, J., Syed, Z., Alexander, R., Kuebbing, S. E., & Simonin, K. 
A. (2020). The scaling of genome size and cell size limits maximum 
rates of photosynthesis with implications for ecological strategies. 
International Journal of Plant Sciences, 181(1), 75–87. https://doi.
org/10.1086/706186

Roucou, A., Violle, C., Fort, F., Roumet, P., Ecarnot, M., & Vile, D. (2017). 
Shifts in plant functional strategies over the course of wheat do-
mestication. Journal of Applied Ecology, 55(1), 25–37. https://doi.
org/10.1111/1365-2664.13029

Sadras, V. O. (2007). Evolutionary aspects of the trade-off between seed 
size and number in crops. Field Crops Research, 100(2–3), 125–138. 
https://doi.org/10.1016/j.fcr.2006.07.004

Shipley, B. (2000). Cause and correlations in biology: A user's guide to 
path analysis, structural equations and causal inference. Cambridge 
University Press.

Shipley, B. (2009). Confirmatory path analysis in a generalized 
multilevel context. Ecology, 90(2), 363–368. https://doi.
org/10.1890/08-1034.1

Shipley, B. (2013). The AIC model selection method applied to path an-
alytic models compared using a d-separation test. Ecology, 94(3), 
560–564. https://doi.org/10.1890/12-0976.1

Shipley, B., Keddy, P. A., Moore, D. R. J., & Lemky, K. (1989). Regeneration 
and establishment strategies of emergent macrophytes. Journal of 
Ecology, 77(4), 1093–1094. https://doi.org/10.2307/2260825

Shipley, B., & Peters, R. H. (1990). The allometry of seed weight and 
seedling relative growth rate. Functional Ecology, 4(4), 523. https://
doi.org/10.2307/2389320

Simpson, K. J., Atkinson, R. R. L., Mockford, E. J., Bennett, C., 
Osborne, C. P., & Rees, M. (2021). Large seeds provide an in-
trinsic growth advantage that depends on leaf traits and root 
allocation. Functional Ecology, 35(10), 2168–2178. https://doi.
org/10.1111/1365-2435.13871

Stanton, M. L. (1984). Seed variation in wild radish: Effect of seed size 
on components of seedling and adult fitness. Ecology, 65(4), 1105–
1112. https://doi.org/10.2307/1938318

Sugiyama, S., & Bazzaz, F. A. (2002). Size dependence of reproductive 
allocation: The influence of resource availability, competition and 
genetic identity. Functional Ecology, 12(2), 280–288. https://doi.
org/10.1046/j.1365-2435.1998.00187.x

Sun, S., & Frelich, L. E. (2011). Flowering phenology and height growth 
pattern are associated with maximum plant height, relative 
growth rate and stem tissue mass density in herbaceous grass-
land species. Journal of Ecology, 99(4), 991–1000. https://doi.
org/10.1111/j.1365-2745.2011.01830.x

Swanborough, P., & Westoby, M. (1996). Seedling relative growth rate 
and its components in relation to seed size: Phylogenetically 

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1111/j.1365-2745.2006.01093.x
https://doi.org/10.1111/j.1365-2745.2006.01093.x
https://doi.org/10.1017/S1464793104006499
https://doi.org/10.1017/S1464793104006499
https://doi.org/10.1093/treephys/27.3.433
https://doi.org/10.1093/treephys/27.3.433
https://doi.org/10.1046/j.1461-0248.2003.00440.x
https://doi.org/10.1111/j.1469-8137.2010.03325.x
https://doi.org/10.1111/j.1469-8137.2010.03325.x
http://doi.org/10.1071/BT12225
https://doi.org/10.1007/s11258-014-0392-1
https://cran.r-project.org/package=nlme
https://doi.org/10.1016/j.ecolmodel.2015.10.015
https://doi.org/10.1016/j.ecolmodel.2015.10.015
https://doi.org/10.1111/j.1469-8137.2011.03952.x
https://doi.org/10.1007/BF00317209
https://doi.org/10.1007/s00442-004-1732-y
https://doi.org/10.1007/s00442-004-1732-y
https://doi.org/10.1111/1365-2745.12905
https://doi.org/10.1111/1365-2435.12760
https://doi.org/10.1111/1365-2435.12760
https://doi.org/10.1073/pnas.0702242104
https://doi.org/10.1073/pnas.0702242104
https://doi.org/10.1111/1365-2435.12298
https://www.R-project.org/
https://doi.org/10.1086/657037
https://doi.org/10.1046/j.1469-8137.2003.00703.x
https://doi.org/10.1146/annurev.es.18.110187.001233
https://doi.org/10.1146/annurev.es.18.110187.001233
https://doi.org/10.1086/706186
https://doi.org/10.1086/706186
https://doi.org/10.1111/1365-2664.13029
https://doi.org/10.1111/1365-2664.13029
https://doi.org/10.1016/j.fcr.2006.07.004
https://doi.org/10.1890/08-1034.1
https://doi.org/10.1890/08-1034.1
https://doi.org/10.1890/12-0976.1
https://doi.org/10.2307/2260825
https://doi.org/10.2307/2389320
https://doi.org/10.2307/2389320
https://doi.org/10.1111/1365-2435.13871
https://doi.org/10.1111/1365-2435.13871
https://doi.org/10.2307/1938318
https://doi.org/10.1046/j.1365-2435.1998.00187.x
https://doi.org/10.1046/j.1365-2435.1998.00187.x
https://doi.org/10.1111/j.1365-2745.2011.01830.x
https://doi.org/10.1111/j.1365-2745.2011.01830.x


2700  |   Journal of Ecology GÓMEZ-­FERNÁNDEZ and MILLA

independent contrasts. Functional Ecology, 10(2), 176–184. https://
doi.org/10.2307/2389841

Tracey, A. J., Stephens, K. A., Schamp, B. S., & Aarssen, L. W. (2016). 
What does body size mean, from the “plant's eye view”? Ecology and 
Evolution, 6(20), 7344–7351. https://doi.org/10.1002/ece3.2476

Turnbull, L. A., Paul-Victor, C., Schmid, B., & Purves, D. W. (2008). Growth 
rates, seed size, and physiology: Do small-seeded species really grow 
faster? Ecology, 89(5), 1352–1363. https://doi.org/10.1890/07-1531.1

Turnbull, L. A., Philipson, C. D., Purves, D. W., Atkinson, R. L., Cunniff, 
J., Goodenough, A., Hautier, Y., Houghton, J., Marthews, T. R., 
Osborne, C. P., Paul-Victor, C., Rose, K. E., Saner, P., Taylor, S. H., 
Woodward, F. I., Hector, A., & Rees, M. (2012). Plant growth rates 
and seed size: A re-evaluation. Ecology, 93(6), 1283–1289. https://
doi.org/10.1890/11-0261.1

Vasseur, F., Violle, C., Enquist, B. J., Granier, C., & Vile, D. (2012). A com-
mon genetic basis to the origin of the leaf economics spectrum and 
metabolic scaling allometry. Ecology Letters, 15(10), 1149–1157. 
https://doi.org/10.1111/j.1461-0248.2012.01839.x

Vile, D., Shipley, B., & Garnier, E. (2006). A structural equation model 
to integrate changes in functional strategies during old-field suc-
cession. Ecology, 87(2), 504–517. https://doi.org/10.1890/05-0822

Violle, C., Navas, M.-L., Vile, D., Kazakou, E., Fortunel, C., Hummel, I., & 
Garnier, E. (2007). Let the concept of trait be functional! Oikos, 116(5), 
882–892. https://doi.org/10.1111/j.2007.0030-1299.15559.x

Weiner, J., Campbell, L. G., Pino, J., & Echarte, L. (2009). The allometry 
of reproduction within plant populations. Journal of Ecology, 97(6), 
1220–1233. https://doi.org/10.1111/j.1365-2745.2009.01559.x

Weiner, J., & Freckleton, R. P. (2010). Constant final yield. Annual Review 
of Ecology, Evolution, and Systematics, 41(1), 173–192. https://doi.
org/10.1146/annur​ev-ecols​ys-10220​9-144642

West, G. B., Brown, J. H., & Enquist, B. J. (1999). A general model for 
the structure and allometry of plant vascular systems. Nature, 
400(6745), 664–667. https://doi.org/10.1038/23251

Westerband, A. C., & Horvitz, C. C. (2015). Interactions between plant 
size and canopy openness influence vital rates and life-history 
tradeoffs in two neotropical understory herbs. American Journal of 
Botany, 102(8), 1290–1299. https://doi.org/10.3732/ajb.1500041

Westoby, M. (1998). A leaf-height-seed (LHS) plant ecology strategy scheme. 
Plant and Soil, 199(2), 213–227. https://doi.org/10.1023/A:10043​
27224729

Westoby, M., Jurado, E., & Leishman, M. (1992). Comparative evolution-
ary ecology of seed size. Trends in Ecology & Evolution, 7(11), 368–
372. https://doi.org/10.1016/0169-5347(92)90006​-W

Woodward, G., Ebenman, B., Emmerson, M., Montoya, J. M., Olesen, J. 
M., Valido, A., & Warren, P. H. (2005). Body size in ecological net-
works. Trends in Ecology & Evolution, 20(7), 402–409. https://doi.
org/10.1016/j.tree.2005.04.005

Yarkhunova, Y., Edwards, C. E., Ewers, B. E., Baker, R. L., Aston, T. L., 
Mcclung, C. R., Lou, P., & Weinig, C. (2016). Selection during crop 
diversification involves correlated evolution of the circadian clock 
and ecophysiological traits in Brassica rapa. New Phytologist, 210(1), 
133–144. https://doi.org/10.1111/nph.13758

SUPPORTING INFORMATION
Additional supporting information can be found online in the 
Supporting Information section at the end of this article.

How to cite this article: Gómez-Fernández, A., & Milla, R. (2022). 
How seeds and growth dynamics influence plant size and yield: 
Integrating trait relationships into ontogeny. Journal of Ecology, 
110, 2684–2700. https://doi.org/10.1111/1365-2745.13979

 13652745, 2022, 11, D
ow

nloaded from
 https://besjournals.onlinelibrary.w

iley.com
/doi/10.1111/1365-2745.13979 by U

niversidad R
ey Juan C

arlos C
/T

ulipan S/N
 E

dificio, W
iley O

nline L
ibrary on [19/09/2023]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.2307/2389841
https://doi.org/10.2307/2389841
https://doi.org/10.1002/ece3.2476
https://doi.org/10.1890/07-1531.1
https://doi.org/10.1890/11-0261.1
https://doi.org/10.1890/11-0261.1
https://doi.org/10.1111/j.1461-0248.2012.01839.x
https://doi.org/10.1890/05-0822
https://doi.org/10.1111/j.2007.0030-1299.15559.x
https://doi.org/10.1111/j.1365-2745.2009.01559.x
https://doi.org/10.1146/annurev-ecolsys-102209-144642
https://doi.org/10.1146/annurev-ecolsys-102209-144642
https://doi.org/10.1038/23251
https://doi.org/10.3732/ajb.1500041
https://doi.org/10.1023/A:1004327224729
https://doi.org/10.1023/A:1004327224729
https://doi.org/10.1016/0169-5347(92)90006-W
https://doi.org/10.1016/j.tree.2005.04.005
https://doi.org/10.1016/j.tree.2005.04.005
https://doi.org/10.1111/nph.13758
https://doi.org/10.1111/1365-2745.13979

	How seeds and growth dynamics influence plant size and yield: Integrating trait relationships into ontogeny
	Abstract
	1|INTRODUCTION
	2|MATERIALS AND METHODS
	2.1|Study system
	2.2|Experimental procedures
	2.3|Data analyses
	2.3.1|Calibration and estimation of biomasses
	2.3.2|Calculation of RGR and its components
	2.3.3|Yield and harvest index
	2.3.4|Statistical analyses testing the effects of evolution under cultivation on plant traits
	2.3.5|Path analyses


	3|RESULTS
	3.1|Evolution of traits under cultivation
	3.2|Relationships among seed mass, growth rate and duration, and plant size (Path model A)
	3.3|Separate effects of domestication and improvement (Path model B and Multigroup analysis)
	3.4|Consequences of plant size and its drivers on crop yields (Path model C)

	4|DISCUSSION
	4.1|Proximal drivers of variation in mature plant size and crop yields
	4.2|The roles of domestication and improvement in promoting larger plants and higher yields

	5|CONCLUSIONS
	AUTHOR CONTRIBUTIONS
	ACKNOWLEDGEMENTS
	CONFLICT OF INTEREST
	PEER REVIEW
	DATA AVAILABILITY STATEMENT

	REFERENCES


